MRS A3 A S R R
T T

HEER i
BRSBTS REIR S LRI, T 266101

N K il it T RS T R LR Bk A E LR S oA X R R
EWFATAABRTHELLA, EARERT EREBMIRTRES LT,
L F B IE R EFEA ST KT BT oA KB oA s 4k 5 7 @ 6
A, w1k T T A5 EACH R IT A A ) 5 AR R IR A 0 B A AR A Fo sl AT Y
8 oM LB,

S gl Zskdhd Rt oA KRR E; R ER

The Application of Concurrent and Distributed
Database Technique to High-Throughput
“Omics” Research

——— om

Cui Qiu, Xu Jian
Qingdao Institute of BioEnergy and Bioprocess Technology, Chinese Academy of
Sciences, Qingdao China, 266101

m This paper presents the application of concurrent and distributed database technique
to “omics” research by case studies. To demonstrate the essential power that
informatics techniques brought in, we specifically focused on the systems designed
for: remote lab informatics management, concurrent annotation of “omics” data and
distribution of computational tasks, information integration and data mining from
distributed, semantically heterogeneous data sources.
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